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root@ioinfo_docker:/home/test/mapping/yeast_sacCer3# grep -v "A@" THAZ-bwa.sam | awk
‘$3 I="*"" | eut —F 3 | sort | unig -c
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9 chrxzIv
9 chrxv
1 chrxvi
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root@bioinfo_docker: /home/test/mapping/yeast_sacCer3# grep -v "A@" THA2-bwa_new.sam |
awk '$3 I= "*"' | cut -f 3 | sort | unig -c
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